Pialtec

Engineering specialized in nutrition

The next generation of Animal Growth
Promoters (AGPs) free of antibiotics




Our purpose

We believe that with a functional nutrition and in
balance with nature, the best results in production
and quality of life of the different animal species are
achieved.
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ZERD The General Problem

HUNGER
In 2050 bacterial resistance could kill more people than cancer
“‘ (WHO, 2015).

' In some countries approximately 80% of total consumption of

medically important antibiotics is in the animal sector

GOOD HEALTH By 2030 world population is projected to grow about 8.3 billion,
SLER I (o and for food will grow (FAO, 2015)

How can we produce more animal protein without side effects in a

' sustanible way?




Feed additives that work as Animal Growth Promoters (AGPs) designed after understanding the

relation between gut microbiota and other multiple variables for maximizing the benefits without

using antibiotics.




Gut microbiota plays a key role but is highly variable so it is too hard to understand the

interaction between microbiome and external variables such as production, mortality.
antibiotics etc,

How can the animal nutrition companies increase the thermal and digestive protection of the

natural feed additives, such as probiotics or phygenics, to include in pellet or extruded animal
feed compound?
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Our Uniqueness

Unveiling the black box to curb the AMR

Unique biotech & Al platform to design and produce special
formulations of the next generation of animal growth promoters

free of antibiotics.

Besides, feed additives with the highest thermal protection to
put in animal feed to remodel the intestinal microbiota of the

different species.



Our Technology

The encapsulation method: is a mix of technics according to
the nature of the molecule.

We have successfully encapsulated lactic acid bacteria such
as lactobacillus spp., enterococcus spp., and Bifidobacterium
spp. as well as live yeast and phytogenics as cinnamon oill,
Thymus vulgaris, among others.

The active compounds: Fortcell Feed® uses different natural
microbiota modifiers such as: probiotics, prebiotics, phytogenics
and even peptides.
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OUR OWN
TESTS

25.500 birds
3.000 pigs*

*See results at "Test Dossier"

Tipificacion molecular de Salmonella spp en cerdos con
enteritis infecciosa en la etapa de precebo*

Molecular typing of Salmonella spp in pigs with post-
weaning infectious enferitis

1o A o, 1Y, Jose A Ocampo V. est MVZ, Sara Echeverry C est MVZ Luis C. Vieloza MV
15¢?; Juan F. Naranjo R. Zoot PhD?, Rafael Villareal MSc”, Rene Ramirez Garcia MV, MSc, cPRD

*Finarg lado por la Facultad de Medicina Veterinaria y Zootecnta, Universidad CES, 'Blaltec 4.5

RESEARCH

We have done 2
papers: one for
swine and one for
cattle. Coming up
another 2 for swine.

TESTS BY
CLIENTS

/ of the Top 10
Colombian market
players tested our
products before
purchase.
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Tipificacién molecular de Sﬂfmﬂneﬂa spp en cerdos con
enteritis infecciosa en la etapa de precebo*

Molecular typing of Salmonella spp in pigs with post-
weaning infectious enfterifis

Mauricio Agudelo, IQ!; Jose A. Ocampo V. est MVZ, Sara Echeverry C. est MVZ, Luis C. Veloza MV,
MSc*; Juan F. Naranjo R. Zoot PhD-=, Rafael Villareal MSc?, Rene Ramirez Garcia MV, MSc, cPhD~*

*Financiado por la Facultad de Medicina Veterinaria v Zootecnia, Universidad CES. ‘Bialtec 5.A.5 -
Ingenieria especializada y Biotecnologia en Nutricién *Grupo de investigacion INCA — CES, Facultad de
Medicina Veterinaria y Zootecnia, Universidad CES, Medellin, Colombia Grupo de Investigacion en
Clenclas Basicas. Facullad de Medicina Universidad CES.

E-mail: hjimenez@ces.edu.co

Antecedentes: la Salmonella entérica sub especie enférica es una importante bacteria zoonodtica responsable
de la salmonelosis en humanos v en amimales, ademas es una de las bactenas patogenas con mayor distribucion
en todo el mundo. Los cerdos pueden ser afectados por muchos serovares de Salmonella y la presencia de
alguncs serovares estd relacionada con la distribucion geografica de la produccion porcina. La came de cerdo
tiene un papel importants en la trasmision de salmonelosis en alimentos han sido relacionados con brotes de
salmonelosis en humanos en el mundo. Objetivo: el objetivo de esta investigacidn fue realizar el aislamiento,
wdeatificacion y tipificacion molecular de Salmonelias spp relacionadas con enteritis infecciosa en la etapa de
precebo en cerdos provementes de una granja comercial. Métodos: se obturvieron muestras de hisopados de
cerdos diarréicos en la etapa del precebo, se emplearon medios selectivos con selenito v las muestras fueron
cultivadas en agar Hektoen y Mac Conkey, se realizd el repique de las colonias obtenidas v fueron sometidas a
ruta bioquimica. Resultados: todas las colomias compatibles con bactenas del género Safmonella spp fueron
sometidas a pruebas moleculares de PCR convencional para el gen 165 de RNA ribosomal y los amplicones
generados en las muestras positivas fueron secuenciados. El analisiz filogenético fue realizado empleando
MEGAT. Un total de 4 colomas (4/13, 26,6 %) fueron positivas para la presencia de Salmonella enténca. Este

TESTS FOR

Metagenomic

Sampling criteria were established for the identification of enteric pathogenic

microorganisms, related to diarrheal diseases in nursery and growing stage pigletsin a

commercial swine farm with current health plans.

The isolation of enteric pathogens was carried out from individuals with diarrheal clinical

pictures compatible with infectious enteritis. They were cultured in selective media for

Salmonella sp. using means of transport with selenite.

# 54 165 28.ab111321

# 55 165 1492.ab111921

# 52 165 28.ab112061 Muestras positivas diarmeas en precebo

# 51165 28.ab112301

# 53 165 28.ab111761

LT855376.1 Salmonella enterica subsp. enterica serovar Typhimurium
LT3906560.1 Salmenella enterica subsp. enterica serovar Typhi
KX355302.1 Salmonella enterica subsp. enterica serovar Kentucky
CP016410.1 Salmonella enterica subsp. enterica serovar Infantis
EU118094.1 Salmonella enterica subsp. enterica serovar Paratyphi C
LK931482 1 Salmonella enterica subsp. enterica serovar Pullorum
EU118076.1 Salmonella paratyphi A

EU118086.1 Salmonella entenca subsp. enterica serovar Paratyphi B
CP018657.1 Salmonella enterica subsp. enterica serovar Enteritidis
CP019035.1 Salmonella entenca subsp. enterica serovar Gallinarum
AB045731.1 Escherichia coli ]

FIGURE 1 Phylogenetic tree of 16S rRNA sequences from Salmonella spp in infected

animals. A. Molecular phylogenetic analysis. Evolutionary relationships were inferred using

the Neighbor-Join method. Evolutionary distances calculated using the Kimura 2 method.

This analysis includes 16 nucleotide sequences with a total of 411 positions. Evolutionary
analyzes were perform

trabajo es la primera etapa de un estudio que pretende disefiar mezclas probidticas para el tratamiento de esta
enfermedad. Conclusiones: esta investigacion confirmd la presencia de Salmonella enterica subsp. enterica
serovar Heidelberg, Salmonella enterica subsp. enferica serovar Paratypha, Salmonelia enlerica subsp. enferica
serovar Typhimurium tipificada mediante técnica de diagnéstico molecular en cerdos en precebo.

Palabras clave: ADN, bacterias, diagnéstico.

% UNIVERSIDAD CES

g Un compromiso con la excelencia

Keywords: bacleria, diagnosis, DNA.




We want to create the

animal microbiome project
COMING UP | AMP
NEXT

Our tests and research efforts

DNA Sequence under | will focus in swine due to is the
| mejor consumer of antibiotic

different conditions orowth promoters



Current Market
Size

42.4%

$8.8 BILLION US DOLLAR,
WITH A GROWTH OF 4.4%

PER YEAR
EU has restrictions in the use of
antibiotics by law. 035

Marketintellika,2019


https://www.marketintellica.com/report/MI72798-global-animal-growth-promoters-and-performance

PRODUCTS

Al platform to design feed
specialties

Biotech facilities to produce
feed specialties

SERVICES & @ Encapsulated specialties
TECHNOLOGIES




Local partners

CES UNIVERSITY

Faculty of Veterinary Medicine and its INCA
research group.

ARTIFICIAL INTELLIGENCE
RESEARCH GROUP - INGYSOFT

Department of Systems Engineering from

University of Antioquia.

NATIONAL CENTER FOR
GENOMIC SECUENCING

From University of Antioquia.

BIOPROCESSES RESEARCH
GROUP

Department of Chemical Engineering from
University of Antioquia.




Partnering model

Pialtec

Artificial Intelligence plataform of intestinal
microbiota.

ANH Company

Leader in innovative feed specialties, premixes
and nutritional services for the animal nutrition
industry.

Microencapsulation and encapsulation technology.
Tests in vivo and in vitro.
Production and fermentation know how and pilot

facility. Registers (EFSA).

Products in Colombia with ICA certification.
Sales and marketing.

> Cientific and technical support €



Contact

Information MAILING ADDRESS

Carrera 52 No. 42 - 03, Bodega 101, San Pedro de
los Milagros, Antioquia, Colombia

EMAIL ADDRESS

iInfo@bialtec.co. - mauricio.agudelo@bialtec.co

PHONE NUMBER

(+57) 316 529 2861

(+574) 868 6885
FOR QUESTIONS

OR CONCERNS




